
Buttiauxella

Cedecea

Shigella

Lelliottia
Leclercia

Kluyvera

Klebsiella
Kosakonia

Yersinia

0.0 0.2

MASH NJ Tree with Colored Clades

Buttiauxella
Cedecea

Atlantibacter
Siccibacter

Cronobacter

Salmonella

Escherichia
Shigella

Citrobacter

Lelliottia

Enterobacter
Leclercia

Kluyvera
Klebsiella

Kosakonia

Yersinia

0.00 0.01 0.02

clade

a

a

a

a

a

a

a

Cedecea

Cronobacter

E. coli

Enterobacter

Klebsiella

Kosakonia

Yersinia

16S NJ Tree (Rooted on Yersinia) with Clade Colors

Citrobacter
Salmonella
Escherichia

Shigella
Klebsiella
Kluyvera

Enterobacter
Leclercia
Lelliottia

Kosakonia
Atlantibacter
Cronobacter

Siccibacter
Buttiauxella

Cedecea
Yersinia

C
itr

o
b

a
ct

e
r

S
a

lm
o
n

e
lla

E
sc

h
e
ri

ch
ia

S
h

ig
e
lla

K
le

b
si

e
lla

K
lu

yv
e

ra

E
n

te
ro

b
a
ct

e
r

L
e

cl
e
rc

ia

L
e

lli
o
tt
ia

K
o

sa
ko

n
ia

A
tla

n
tib

a
ct

e
r

C
ro

n
o
b
a
ct

e
r

S
ic

ci
b
a

ct
e
r

B
u
tt
ia

u
xe

lla

C
e
d
e
ce

a

Y
e

rs
in

ia

Species2

S
p
e

ci
e
s1

Distance

0.00

0.01

0.02

0.03

0.04

0.05

16S Distance Heatmap with Clade Colors

Citrobacter
Salmonella
Escherichia

Shigella
Klebsiella
Kluyvera

Enterobacter
Leclercia
Lelliottia

Kosakonia
Atlantibacter
Cronobacter

Siccibacter
Buttiauxella

Cedecea
Yersinia

C
itr

o
b
a
ct

e
r

S
a
lm

o
n
e
lla

E
sc

h
e
ri

ch
ia

S
h
ig

e
lla

K
le

b
si

e
lla

K
lu

yv
e
ra

E
n
te

ro
b
a
ct

e
r

L
e
cl

e
rc

ia

L
e
lli

o
tt

ia

K
o
sa

ko
n
ia

A
tla

n
tib

a
ct

e
r

C
ro

n
o
b
a
ct

e
r

S
ic

ci
b
a
ct

e
r

B
u
tt

ia
u
xe

lla

C
e
d
e
ce

a

Y
e
rs

in
ia

Species2

S
p
e
ci

e
s1

ANI

80

100

ANI Heatmap with Clade Colors

Escherichia
Salmonella

Citrobacter
Cronobacter

Atlantibacter
Siccibacter

Enterobacter

Buttiauxella
Cedecea

Atlantibacter

Yersinia

0 2 4 6

ANI NJ Tree (rooted on Yersinia)

Siccibacter
Cronobacter

Salmonella

Escherichia
Shigella

Citrobacter

Lelliottia
Enterobacter

Leclercia

Kluyvera
Klebsiella

Kosakonia

, sqrt-transformed

16S distance (fractional)

ANI-based distance (%)

Genome-wide Jaccard distance (MASH)
Species2

S
p

e
ci

e
s1

MASH DistanceMASH Distance Heatmap with Clade Colors

S
a
lm

o
n
e
lla

C
itr

o
b
a
ct

e
r

S
h
ig

e
lla

E
sc

h
e
ri

ch
ia

L
e
lli

o
tt

ia

E
n
te

ro
b
a
ct

e
r

S
ic

ci
b
a
ct

e
r

C
ro

n
o
b
a
ct

e
r

C
e
d
e
ce

a

A
tla

n
tib

a
ct

e
r

K
o
sa

ko
n
ia

K
le

b
si

e
lla

L
e
cl

e
rc

ia

K
lu

yv
e
ra

B
u
tt

ia
u
xe

lla

Y
e
rs

in
ia

Yersinia
Buttiauxella

Kluyvera
Leclercia

Klebsiella
Kosakonia

Atlantibacter
Cedecea

Cronobacter
Siccibacter

Enterobacter
Lelliottia

Escherichia
Shigella

Citrobacter
Salmonella

0

0.2

0.4

0.6

0.8

1


